Influenza viruses are members of the family Orthomyxoviridae. This family represents enveloped viruses the genome of which consists of segmented negative-sense single-strand RNA segments. There are four genera of this family: types A, B, C and Thogotovirus, of which, however, only genera A and B are clinically relevant for humans. The eight genome segments of influenza A and B viruses are loosely encapsidated by the nucleoprotein. The polymerase complexes consisting of the three polymerase proteins PB1, PB2, and PA are located at the ends of the nucleocapsids. These helical capsids are encircled by the M1 matrix protein and by a host-derived lipid bilayer envelope in which the virus surface glycoproteins haemagglutinin (HA) and neuraminidase (NA) as well as the M2 matrix protein are embedded [1] . The HA is synthesized as precursor protein and cleaved by cellular serine proteases into the functional proteins HA1 and HA2. The amino acid sequence at the cleavage site determines HA processing by cellular proteases and thus, also the organ tropism. Mutations at the cleavage site of avian influenza viruses may lead to an insertion of alkaline amino acids. Ubiquitous proteases such as furin can cleave such a mutated HA and, as a consequence, permit systemic spreading of the virus. This mechanism changes a lowly pathogenic into a highly pathogenic avian influenza virus and has been associated so far only with subtype H5 and H7 viruses. Influenza virus as an enveloped virus is relatively vulnerable to damaging environmental impacts. Depending on environmental conditions (e.g. humidity and temperature), however, it can survive up to several hours and in water at low temperatures (e.g. <20 °C) also considerably longer (up to several months). Influenza viruses are sensitive to lipid solvents and detergents. They are also vulnerable to heat and a low pH, depending on the virus type. Influenza A viruses with uncleaved HA are obviously more stable (loss of infectivity at pH <4.5) than viruses with cleaved HA (loss of infectivity at pH <5) [2] . The most outstanding characteristic of influenza viruses is their rapid evolution which leads to its great variability. This is the case especially with influenza A viruses. According to the antigenic properties of their envelope proteins, influenza A viruses are subdivided into a number of subtypes. 16 different HA and 9 different NA subtypes have been identified so far. The nomenclature system follows the pattern H(x)N(y) including the host of origin, geographical location, strain number, and year of isolation [1, 3] . Influenza B viruses are not further divided into subtypes. The accumulation of point mutations leads to a step-by-step modification of the virus proteins (above all in the two surface antigens HA and NA). This mechanism is described as 'antigen drift' and is also typical of influenza B viruses. The variability of the type B viruses, however, is also characterised by other mechanisms such as insertion and deletion, as the influenza B lines show which have been co-circulating and stable for more than 20 years [4, 5] . The process of 'antigen shift' (re-assortment) is defined as the exchange of whole genome segments, above all HA genes, which might result in influenza viruses which have a selective advantage compared with their parent viruses. A prerequisite for this re-assortment is simultaneous infection of a cell by two different influenza A viruses. This will result in a variety of different hybrid viruses with different characteristics which they have received from the parent viruses via the individual genome segments. An example is the occurrence of the influenza A/H2N2 subtype in 1957 which superseded the influenza A/H1N1 virus which was dominant until then [6, 7] . Special attention was drawn to the public by the deaths caused in humans by the highly pathogenic avian influenza A/H5N1 subtype. These cases have shown that an entirely new influenza A virus can cause deadly infections in humans. Since the first outbreaks of H5N1-related avian influenza in poultry in South-East Asia in 2003, human H5N1 transmissions with high mortality have occurred in 10 countries. [8] . It is possible that this virus will adapt better to humans and will then be able to spread among the human population.
Infection and Infectious Disease
Influenza viruses are assumed to be transmitted predominantly by aerosol infection, i.e. relatively large droplets (>5 μm) created particularly while talking, coughing, or sneezing, thus entering the mucosae through contact at small distances. Individual publications, however, have also suggested that transmission might occur by so-called droplet cores which are smaller (<5 μm) and able to remain in the air for longer periods (aerogenic transmission). In addition, transmission can occur by direct contact with virus-contaminated surfaces (e.g. shaking hands) and subsequent mouth-nose contact. After infection the viruses replicate in the nasal and laryngeal mucosae. This replication also affects the lower airways as the infection progresses. A clinical characteristic of human influenza is a sudden rise in body temperature to >38.5 °C 1-3 days following infection. Other symptoms include headache, limb ache, tiredness, general faintness and dry cough. Infectivity can start already shortly (<24 h) before the onset of the clinical symptoms and usually persists 3-5 days. Small children can excrete the viruses earlier and over a longer period of time than adults. The most serious outcomes are peracute death within only few hours and primary influenza pneumonia. Encephalitis or myocarditis can also occur. Serious and fatal outcomes with primary viral and viral-bacterial pneumonia are known and have been communicated in single case reports in children and young adults [9, 10] . Complications occur particularly in older patients with primary disease (chronic heart or lung disease, metabolic disorders such as diabetes, immune disorders etc.). Such cases, above all, can involve pneumonia by bacterial superinfection (e.g. Streptococcus pneumoniae, Haemophilus influenzae, Staphylococcus aureus) [11, 12] . In children, administering salicylates may lead to Reye syndrome. Reye syndrome describes an acute cerebral function disorder. The latter occurs as a result to liver damage, usually in connection with the ingestion of acetylsalicylic acid after febrile virus infections. The situation is different with infections of humans with avian influenza virus of the H5N1 subtype which has been circulating among the wild fowl population in South-East Asia since 2003, but also in the Middle East, in Central Africa and in South and Central Europe since autumn 2005. After a prolonged incubation period of up to 7 days, also here the characteristic initial symptoms were acute rise in body temperature (>38 °C) and influenza-like symptoms, but the respiratory tract was not involved in all patients. Frequently observed symptoms included watery diarrhoea, vomiting and pain in the abdomen and the chest. Also the occurrence of encephalitis was often described. Thus, an infection of tissues outside the respiratory tract occurs so that short-term viraemia has to be assumed (cf. 4.1). This could be confirmed by laboratory diagnosis in the case of the fatal outcome of an H5N1 infection in a boy in Thailand [13] . Taken together, the course of the disease is extremely aggressive, resulting in rapid worsening of the patient's condition and a high mortality rate [14, 15] .
Epidemiology
While influenza B infections occur only in humans, influenza A viruses can also infect pigs and horses. Wild birds, above all water fowl, in which all HA and NA types occur are considered as a reservoir for influenza A viruses [16, 17] . Infections with the so-called highly pathogenic subtypes H5 and H7 can occur in chickens but also other types of birds and cause the clinical picture of classical avian plague (highly pathogenic avian influenza; HPAI), often also called bird flu. The cause for this is that the virus can replicate throughout the bird's body, resulting in disease with a high mortality rate. Since 1977, a co-circulation of the subtypes influenza A/H3N2 and A/H1N1 as well as influenza B can be observed in humans. Human viruses of the subtype H1N2 were first observed sporadically in 1977, but not in the following years until the season of 2001/2002, when they caused local outbreaks in some countries. These viruses, however, did not become epidemiologically significant and have not been identified since 2005 [18] . Human influenza virus infections have a world-wide distribution. Seasonal influenza epidemics occur regularly both in the Northern and the Southern hemispheres each winter. Due to the seasonal shift, the winter influenza outbreak of the Southern hemisphere occurs during the summer of the Northern hemisphere. These influenza epidemics are estimated to cause approximately 500,000 deaths per year world-wide [19] . Little is known about the epidemiology of influenza in tropical countries, but it is assumed that influenza can occur throughout the year there. Despite the pronounced seasonal dependency, influenza infections in the respective countries can also occur outside the normal influenza epidemics and can even lead to locally and temporally limited outbreaks. During the annual influenza epidemics, an estimated rate of 10-15% of the population is affected. The influenza epidemics can also be clearly distinguished from each other by the degree of severity. National influenza surveillance in Germany rests on three pillars: identification and characterization of circulating viruses by the Nationales Referenzzentrum für Influenza (National Reference Centre for Influenza) at the Robert Koch-Institut, the sentinel system of the Arbeitsgemeinschaft Influenza (AGI; Influenza Working Party) and the obligation to report the identification of virus by diagnostics in the laboratory. , the annual influenza outbreaks caused approximately 2,900,000 excess consultations, 900,000 sick notes among the working population (estimated for the age groups 16-60 years), 14,000 additional hospitalisations, and approximately 10,000 deaths compared with the periods without influenza virus circulation [20, 21] . The majority of influenza-associated deaths concerns the age group of the over 60-year-olds, not only in Germany but also in other countries [20, 22] . Influenza pandemics are characterised by the occurrence (recurrence) of influenza A subtype against which the majority of the human population is not immune, thus causing a worldwide epidemic. The past century was characterised by three major pandemics: The Spanish Flu of 1918 (H1N1) caused about 40 million deaths, while the death rates of Asian influenza of 1957 (H2N2) and Hong Kong Flu of 1968 (H2N3) were estimated at 1-2 million and 0.75-1 million deaths, respectively [19] . Special public attention was paid to the outbreak of classical avian influenza in the Netherlands and Belgium in spring 2003 by influenza A H7N7, and the influenza A H5N1 epidemic which started in South-East Asia in 1998, because they also affected humans. It is suspected that the next pandemic could also be caused by the highly pathogenic influenza virus of the H5N1 subtype. Up to now, the virus has circulated exclusively in (wild) birds. Humans have been infected only in isolated cases. Since the first human H5N1 outbreaks in 2003, 331 cases of infection and 202 deaths due to H5N1 have been officially confirmed by the WHO (data as of October 12, 2007) . It is the age group of the patients that strikes us here, since mainly adolescents and young adults were affected. At present, two endemic areas with recurrent human infections and deaths have formed: Indonesia and Egypt. A genetic predisposition has been discussed since outbreaks within a family affected mainly consanguineous relatives.
Detection Methods and Their Significance
A number of methods are available for the direct detection of an influenza virus infection. As a rule, these methods use clinical materials of the upper respiratory tract (nose, pharynx), and, if indicated, e.g. in case of H5N1, also the lower respiratory tract. Serological methods now play a subordinate role in diagnosing acute infection.
Serology
Influenza virus-specific antibodies in the serum can be determined as total antibody levels or differentiated as single antibody sub-classes (IgA, IgM, IgG). Methods traditionally used include complement-binding reaction (CBR) and the methods preferably used today such as enzyme immunoassay (EIA) and immunofluorescence test (IFT). More sophisticated methods such as the haemagglutination inhibition test (HIT) and the neutralisation test require specialised reagents and are performed by only few laboratories in Germany. These tests can also provide information about the variant of the virus that caused the infection. An influenza virus infection will result in an IgG titre which persists for decades, but also a CBR titre can be increased during a longer period of time. Therefore, paired serum samples (at the onset of the disease and 10-14 days after the onset of the disease) should be examined for verification of an acute infection. A four-fold increase in the titre is rated as positive verification of the disease. Isolated IgA or IgG detections, however, are only of limited informational value. For both any decisions on treatment and patient management, the results of the antibody determinations would be available too late. Hence, serological methods used to identify an infection are of significance above all for epidemiological studies, for examining the effectiveness of the vaccination or for clarifying outbreaks of the infection. As far as avian influenza is concerned, however, serology is of greater significance. A reliable detection of avian influenza virus such as A/H5N1 is not always possible by means of PCR or virus culture, since it depends above all on the time when the sample is taken and the degree of severity of the disease (www.who.int/csr/don/2006_09_14/en/index.html). The HIT which is very well suited for human influenza detection is not sensitive enough to detect avian influenza viruses. The gold standard here is the virus neutralisation test.
Virus Culture
Because of the technical requirements, isolation of influenza virus is carried out in specialised laboratories only under biosafety level 2 conditions. Virus culture is very time-consuming and requires the presence of replication-competent virus particles in the patient sample. Embryonated hen eggs have been used for culturing for decades. This method is still absolutely necessary for culturing reference strains even though cell cultures have been used for primary culturing in the past few years. Madin-Darby canine kidney (MDCK) cells have proven to be particularly suitable. The appearance of a cytopathic effect can require from several days up to 2 weeks. Following this, the culture must be verified by a specific test (ELISA or IFT). To speed up the process, i.e. before the appearance of a cytopathic effect, virus-specific antigen can be detected using IFT (shell vial technique). These rapid culturing methods can produce results after 1-2 days, but are less sensitive. Virus culturing therefore plays a role neither in an out-patient nor in a hospital setting for the reasons mentioned above. As far as national and world-wide influenza virus monitoring is concerned, however, virus culturing is of basic significance. The German National Reference Centre for Influenza is the competent authority for a comprehensive characterisation of influenza viruses circulating in Germany. The isolated viruses are examined using a panel of specific immunosera in order to determine their similarity with vaccine strains and influenza viruses circulating during the past season. In addition, molecular and phylogenetic analyses are performed in order to obtain detailed insights into the evolution of the influenza viruses and ongoing drift events [23, 24] . There is a close collaboration, both at a European level and with WHO institutions, in order to be able to make optimal recommendations on the vaccine compositions for the forthcoming season on the basis of these joint monitoring and analysis data [25] . [26] [27] [28] . Antigen tests called 'rapid tests' are available for several years. Rapid tests currently available in Germany are EIAs, which somewhat differ both in their format and in the test method. In general, the results can be obtained in approximately 10-15 min. With the exception of one test, they are all able to distinguish between influenza A and B. They are all characterised by high specificity. Data on sensitivity differ between 60 and 100% in samples of clinically ill individuals. Virus culturing and/or IFT were predominantly used as reference method. Sensitivity of these rapid tests can be compared to that of IFT and EIA [29, 30] .
Antigen Detection
Compared with virus culturing, antigen detection tests can be performed faster in any laboratory. For this purpose, commercial tests are available, e.g. IFT or ELISA. These methods provide relatively good results if there is a sufficient amount of virus antigen available in the patient's sample. The IFT is valid only if suitable sample material is available which has to be evaluated by experienced personnel. Methods such as IFT and ELISA can provide results in only a few hours. Specificity of these tests is usually very good but sensitivity is lower than with methods which either detect the virus itself or the viral genome
Genome Detection
Polymerase chain reaction (PCR) is a very sensitive and specific method. With the aid of specific oligonucleotide primers, the required genome sequences are replicated (amplified) in such a way that they can subsequently be detected using various techniques. Previous assays were limited to the use of primers and the analysis of the PCR product in agarose gel [31, 32] . Higher specificity of PCR, however, can be obtained by using specific probes by means of hybridisation blot [33, 34] or PCR-EIA [35, 36] . Higher specificity can also be obtained by nested PCR [37] . The use of PCR and the methods following PCR for product analysis in diagnostic laboratories requires simplicity, speed, and reproducibility of the methods. More recent 'real time' methods meet these requirements. With the aid of a fluorescence probe, the specific PCR product is detected already while the PCR is being performed by online measurement so that a subsequent product analysis is no longer required. Specific primer/probe sets allow rapid and sensitive detection of influenza viruses in the patient material. A major advantage of this method is the avoidance of contamination since any handling of PCR products becomes unnecessary. Depending on the results to be obtained, primers/probes are used which bind to preserved genome areas, thus permitting the general detection of influenza A and separate detection of influenza B viruses. PCR assays for specific sequence segments are used for differentiation into the various HA and NA subtypes of influenza A viruses [38] .
Blood and Plasma Donors
The peculiarities listed for the pandemic case refer to Step 6 of the definition of a pandemic according to the WHO (table 1), to the extent that blood donor services are affected. It is therefore necessary for blood donor services to receive the current epidemiological ratings. In the case of a pandemic, an appropriate and co-ordinated reaction of the blood donor services to the current epidemic situation must be made possible by integrating all blood donor services into the pandemic plans of the 'Länder' (German federal states) and laying down the flow of information.
Prevalence and Incidence in Donor Populations
Reliable data on the prevalence of influenza virus infections in blood donors are not yet available. However, it can be assumed that the prevalence and incidence of the donor collective is comparable with those of the general population.
Definition of Exclusion Criteria
For influenza virus infections, the general exclusion criteria for febrile infections apply pursuant to the haemotherapy guidelines (Hämotherapie-Richtlinien) [40] .
Special Precautions to Be Observed during the Pandemic Period
A risk/benefit analysis could be considered between a breakdown of blood supply and an emergency relaxation of the following donor selection criteria, in close coordination with the competent authorities: -reduce haemoglobin requirement of 13.5 to 13 g/l for men and from 12.5 to 12 g/l for women (subject to individual decision by the physician), -increase donation frequency for platelet apheresis, -increase age limit for multiple donors to approximately 70 years (subject to individual decision by the physician), -acceptance of donors already 1 week after recovery from influenza if subjective physical well-being has been restored (subject to the decision by the physician), -influenza prophylaxis using medicinal products is not an exclusion criterion, if no clinical symptoms have appeared. 
Donor Testing and Significance
Donor testing for virus genome of influenza virus is not necessary on the basis of the present data situation.
Special Situation during the Pandemic Period
Donor screening with nucleic acid amplification techniques for the detection of viraemia cannot be introduced immediately from a technical point of view. No validated test systems are available. Up to now, there is no evidence for influenza transmission by blood products. The risk of an infection by blood products compared with the likelihood of infection through social contacts is therefore in all probability negligible. Considering the collection staff shortages to be expected, the use of the additional workload imposed by rapid tests for antigen detection including advice in the event of a positive outcome is questionable compared with the benefit to be expected.
Donor Interviews
Based on the haemotherapy guidelines (Hämotherapie-Richtlinien) [40] , questions to the donor include information on well-being and fever.
Special Situation during the Pandemic Period
Potential donors should be asked expressly whether he/she cared for influenza patients within the past 7 days prior to donation or had comparatively close contacts with influenzainfected individuals.
Admission for donation should be based on these potential donors' current state of health and protective measures they have taken.
The question of general contact with influenza-infected individuals is of little use during a pandemic period.
Donor Information and Counselling
There is currently no justification for making recommendations regarding donor testing, advice to donors and look-back procedures. Specific donor information takes place.
Special Situation during the Pandemic Period
To prevent masses of people from meeting in one site, special appointments should be made for blood collection activities. Donors should receive MNS masks on entering the donation site and should be offered a hand disinfectant with emphasis. All blood donor services should prepare appropriate information material for blood donors and blood collection staff and train their staff beforehand.
Recipients

Prevalence and Incidence of Blood-Associated Infections and Infectious Diseases in Recipient Populations
No recipient-specific data is available on the prevalence and incidence of influenza virus infections. However, it can be assumed that the prevalence of antibodies against influenza 
Pandemic alert period
Phase 3 Human infection(s) with a new subtype, but no human-to-human spread, or at most rare instances of spread to a close contact. Phase 4 Small cluster(s) with limited human-to-human transmission, but spread is highly localised, suggesting that the virus is not well adapted to humans. Phase 5 Larger cluster(s) but human-to-human spread still localised, suggesting that the virus is becoming increasingly better adapted to humans, but may not yet be fully transmissible (substantial pandemic risk).
Pandemic period Phase 6
Pandemic: increased and sustained transmission in general population. Decisions to be made in Phase 6 whether a country is not yet affected, a country is affected or has close trade relations or travel between an affected country, activity has decreased, or a second pandemic wave has occurred
Post-pandemic phase
Return to inter-pandemic period Table 1 . Pandemic phases according to the WHO pandemic preparedness plan [39] viruses in these collectives is equivalent to that of the general population. No information is available on influenza virus infections transmitted by blood or blood products.
Immune Status (Resistance, Existing Immunity, Immune Response, Age, Exogenous Factors)
Due to the high antigenetic variability of influenza viruses, the continuously emerging drift variants can cause annual influenza epidemics. For this reason, influenza vaccines must be adapted to the current drift variants each year and used in vaccinations to provide highest possible protection. The WHO provides recommendations on the antigen composition of the vaccine before each influenza season. In Germany, according to the Ständige Impfkommission (STIKO; German Standing Vaccination Committee), above all individuals with an increased risk of developing a severe influenza infection (persons over 60 years, patients with underlying disease, chronically ill and immunocompromised persons and persons with an increased risk, such as medical staff) should be immunised yearly. People are protected by the vaccine after 2 weeks. The protection rate is about 70-90% if the vaccine strains coincide well with the circulating strains. Even if the protection rate is clearly lower in the older population, severe disease requiring hospitalisation and fatal outcome is reduced by 50% among the vaccinated population [41, 42] .
Severity and Course of the Disease
No reports are available on influenza virus infections by blood products.
Therapy and Prophylaxis
Three antiviral products for the treatment of influenza virus infections are authorised in Germany. Due to adverse reactions, the M2 ion channel blocker amantadine is hardly used. Rimantadine, another member of this class of active ingredients, has fewer side-effects, but is not authorised in Germany. These adamantanes are only effective against influenza A viruses and very rapidly contribute to the development of resistant virus variants [43] . The markedly more effective neuraminidase inhibitors oseltamivir and zanamivir can help shorten the phase of the disease and reduce the symptoms if administered in time (within 24 h after the occurrence of the symptoms if possible) [44] . Nearly all H5N1 isolates from Vietnam and Thailand were adamantine-resistant, whereas most of the H5N1 isolates from Indonesia and China were adamantine-sensitive [45] . The majority of H5N1 viruses from South-East Asia from 2004 were sensitive to the neuraminidase inhibitors oseltamivir and zanamivir. A number of H5N1 isolates were also sensitive to both classes of antiviral substances [19] . Both human and H5N1 viruses may show resistance to oseltamivir, but may be sensitive to zanamivir [46, 47] . Therefore, continued resistance testing should be carried out both for human and for H5N1 strains.
Transmissibility
Influenza is typically transmitted by air or direct contact.
Transmissions of human influenza viruses by blood and blood products have so far not been reported, not even during pronounced influenza epidemics. To protect the medical staff in the blood donor services, the decisions on the protection of medical staff adopted by the Ausschuss für biologische Arbeitsstoffe (ABAS, Committee for Biological Substances) should be applied in a way suitable for the situation during an influenza epidemic [48] .
Frequency of Administration, Type and Amount of Blood Products
No reports are available so far which show any evidence for a transmission of human influenza viruses by blood products or plasma components.
Blood Products
Infectious Load of the Starting Material and Test Methods
The symptoms of an infection with human influenza virus give rise to the assumption that extrapulmonary tissue is infected, which is caused by viraemia. Such a viraemia could be identified several times by isolation of the viruses from the blood. Virus isolation could not only be performed during the symptomatic phase of serious courses of infection [49] , but also as early as before the onset of the clinical symptoms during a normal course of the disease [50, 51] . These detections of virus, however, remain limited to isolated cases. So far, only few data is available on the occurrence of viraemia during an H5N1 infection. However, since severe diarrhoea could be observed in which virus detection was positive, it must be assumed that viraemia can occur with this virus type as well. Such a viraemia is observed in connection with high viral load and fatal outcome [52] . Whether the cases available are isolated cases or whether a general statement can be made remains to be clarified.
In conclusion, it can be stated that viraemia is possible in case of an influenza virus infection, even though the probability is low for the human virus type in case of a normal course of the disease. For H5N1 infections, the situation is judged differently: Based on the prolonged incubation period of up to 7 days and the apparently more frequent dissemination of the viruses in the blood, the risk potential is rated higher. What remains unclear, however, both for human and for avian influenza viruses, is whether the introduction of virus into the blood circulation will lead to an infection of the blood recipient. In case of a natural infection, the influenza viruses enter the body via the respiratory epithelium where they replicate. So far, available data on the effectiveness of transmission via the blood are not sufficient. This question should be taken into account in future studies.
Methods for Removal and Inactivation of the Infectious Agent
Influenza viruses belong to the group of enveloped viruses and are, therefore, inactivated by lipid solvents which are also used e.g. in S/D methods. Transmission of influenza viruses by plasma derivatives can therefore be ruled out, above all thanks to the use of physical and chemical depletion and inactivation steps during manufacture [53] .
Feasibility and Validation of Procedures for Removal/ Inactivation of the Infectious Agent
In principle, human influenza isolates can be used for the validation of the manufacturing procedures for plasma components. Since different levels of antibody prevalence against influenza A/H1N1, A/H2N2, and A/H3N2 as well as influenza B viruses are present in the population, this should be taken into account in validating the different methods.
Assessment
According to the present state of knowledge, viraemia is observed only in serious courses of infection with human influenza viruses. This viraemia can usually be detected only as late as the first occurrence of symptoms of the disease such as fever. Infections with avian influenza A/H5N1 virus are characterised by the fact that they coincide with a high percentage of severe clinical symptoms and that, in case of fatal outcome, virus can be detected in all organs. It can be assumed that H5N1 infections in humans involve viraemia. Nothing is known about the onset of this viraemic phase following infection. Since the incubation period is 1-7 days for previously observed cases of disease, and is, as a rule, 2-5 days, it can be assumed that the viraemic phase is 7-10 days.
In principle, it can be assumed that plasma components are safe both with regard to human influenza viruses and with regard to avian influenza virus. Special steps during the annual influenza epidemics with human influenza viruses with regard to safety of cellular, non-inactivated blood components are not indicated. Because of their significance for the guarantee of the population's medical care in the pandemic case, blood donor services would have to be involved in the plans of the competent Federal and 'Länder' Authorities (authorities based on the federal state), and thus in the information flow. Since many of the blood donor services also operate beyond the boundaries of the 'Länder', it is necessary to co-ordinate the efforts between all 'Länder' authorities involved. For the pandemic case, a framework should also be created enabling the blood donor services to co-ordinate their work as fast as possible. In agreement with the competent 'Länder' authorities, blood donor services will then be able to take steps to guarantee the blood component supply under pandemic conditions too, depending on the current epidemiological situation. Plans have been made to establish an agreement pursuant to section 3 subsection 2 of the Transfusionsgesetz (German Transfusion Act) laying down the details of mutual support in the event of disasters and other emergencies. Such an agreement is currently being compiled by the organisations that run the blood donor services. 
